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Electrophoretogram produced from dye primer cycle sequencing of

Fig. Al.1

Sequence shown for D2-U11, generated

from M13 reverse primer, spans bases 15-145.

DDRT-PCR product D2-U11 in pUC 18.
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CATCCCCCTTTCGCCAGCTGGCGT MAT AGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT TGCGCACCT G MATGGCGAATGGCGCCTGNATGCGGT ATTTTCTCCITACGCATCTGTIGCGGTATTTCA
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-U2 in pUC 18. Sequence shown for D9-U2, generated

Electrophoretogram produced from dye primer cycle sequencing of
3 reverse primer, spans bases 26-260.
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DDRT-PCR product DI1-U9 in pUC 18. Sequence shown for D1-U9, generated

Fig. A1.3 Electrophoretogram produced from dye primer cycle sequencing of
from M13 reverse primer, spans bases 25-94.
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DDRT-PCR product D9-U19 in pUC 18. Sequence shown for D9-U19, generated

Fig. A1.4 Electrophoretogram produced from dye primer cycle sequencing of
from M13 reverse primer, spans bases 36-88.
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DDRT-PCR product D1-U6 in pUC 18. Sequence shown for D1-U6, generated

Fig. A1.5 Electrophoretogram produced from dye primer cycle sequencing of
from M13 reverse primer, spans bases 17-242.



